. NMR and refinement statistics for the MG-H1-V domain complex. Table S2 . Intermolecular NOE distance constraints used to model the MG-H1-V domain complex.
. NMR and refinement statistics for the MG-H1-V domain complex. (Table 1) were obtained by fitting the data to a single binding site. To identify the peaks from intermolecular nOes, the NOESY spectra were acquired for the [U- 15 N] V domain with (+) and without (-) MG-H1. Protons of amino acid side chains on the V domain were labeled in both spectra to distinguish from the peaks representing MG-H1 protons. Table S1 . NMR and refinement statistics for the MG-H1-V domain complex. 
